Diagrams (gray curve) and fitted linear models (red thick line) for
dinucleotide odds-ratio skews (Ppius"®°", Poius®*C, Poius®€CC, Pous™ ™, Poius"®CT
and P,,s°*™®) along the plus (published) strand of all bacteria chromosomes
in our collection. Each step-like breakpoint of the red thick line
corresponds to a statistically significant structural change of the skew
pattern. In cases where no significant structural changes are detected, the
red line is omitted. The vertical dotted blue line indicates the origin of
replication (ori). There are three distinct types of skew patterns; “sharp”: at
least one step-like breakpoint is located close to the ori, “vague”: at least
one step-like breakpoint is detected, but all breakpoints are far from the ori,
and “flat”’: no step-like breakpoints are detected. The horizontal dashed

black line is drawn at the mean value of the skew.



Mycobacterium leprae TN

i

““hm uld hnn \I[ il Hl" M“ e

g “ﬂ'””’ H" 'U , W”” l”l”

0.0e+00 1.0e+06 2.0e+06 3.0e+06

genome coordinates

l“,‘ '\I\ln‘lhvl.]IM
T T AT T

! !
0.0e+00 1.0e+06 2.0e+06 3.0e+06

genome coordinates

0.2 -
- 01
7o
22 00—
o
-0.1
-0.2
0.10 -
o 0.05 -
?
82 0.00 +
o
-0.05 -
-0.10 1
0.2
0.1
|_
O}
&8 00T
<o
“ _01-
-0.2

'"' nl im fi nnw\ I ”'u T

llllll i ml'nlu MIINMHM

0.0e+00 1.0e+06 2.0e+06 3.0e+06

genome coordinates

GA-TC
plus

AA-TT

plus

CA-TG
plus

0.2
0.1
0.0
-0.1
-0.2

0.0e+00 1.0e+06 2.0e+06 3.0e+06

genome coordinates

o ‘ h lh L “H
0.0 r Il Il‘ ‘“l” llmll’!‘llll ||{|I nll ' g '“I T "'l“r I “
o TR
0.2 - :

! !
0.0e+00 1.0e+06 2.0e+06 3.0e+06

genome coordinates

0.1

1\‘|Jh U HH

00+ ‘| mE "l"\f” H"”’mr' ]unlwn u”hu“un”m i l“‘l

Ut

—-0.2
| | | | | | |
0.0e+00 1.0e+06 2.0e+06 3.0e+06

genome coordinates



GG-CC
plus

AC-GT
plus

Mycobacterium tuberculosis CDC1551

0.4
0.4
02 = . @)
T 0.2
‘_g . l 4 ‘M I 1 i Al \I‘ll\ W “ § LD Ll - <I(£
2 0.0 1M [ " y ‘MF LR % 0.0tk LU L PRt
-0.2 .
0 -0.2
I I I I I I I I I I
Oe+00 2e+06 4e+06 Oe+00 2e+06 4e+06
genome coordinates genome coordinates
0.3
0.2
E 0.1+ ]
Z S 00—+ “M i lhl Hwhnmnl ‘Mdh' " h{ 2
S a1 AN
= —ox | TTFUITON
-0.2
T T T T T —0.3 1 T T T T T
Oe+00 2e+06 4e+06 0e+00 2e+06 4e+06
genome coordinates genome coordinates
0.2 ] 0.2 -
0.1 1 k i 4l HI]
o AL HI \lu ‘ ‘
G L 0.0+ oL LR Ll
0.0 _-l]“ H1]]|‘ \J’L{i - g-% ’\'I T T W Hiilli \|w T I”U”w
—0.1 7 o -0.2
-0.2 )
0.3 - . -0.4
I I I I I I I I I I
0e+00 2e+06 4e+06 0e+00 2e+06 4e+06

genome coordinates genome coordinates



Corynebacterium diphtheriae NCTC 13129
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Mycobacterium bovis AE)F62122/97
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Streptomyces avermitilis MA-4680 = NBRC 14893
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Corynebacterium glutamicum ATCC 13032
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Streptomyces coelicolor A3(2)
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Bifidobacterium longum NCC2705
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Tropheryma whipplei TW08/27
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Tropheryma whipplei str. Twist
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Propionibacterium acnes KPA171202
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Nocardia farcinica IFI(\)/I410152
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Corynebacterium glutamicum ATCC 13032
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Thermobifida fusca YX
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Wolbachia endosymbiont of Drosophila melanogaster
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Agrobacterium fabrum str. C58
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Ruegeria pomeroyi DSS-3
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Anaplasma marginale str. St. Maries
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Ehrlichia ruminantium str. Welgevonden
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Rhodopseudomonas palustris CGA009
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Bartonella quintana str. Toulouse
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Rickettsia typhi str. Wilmington
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Gluconobacter oxydans 621H
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Ehrlichia ruminantium str. Gardel
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Ehrlichia ruminantium str. Welgevonden
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Wolbachia endosymbiont strain TRS of Brugia malayi
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Brucella abortus bv. 1 str. 9-941
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Brucella abortus bv. 1 str. 9-941
0.3 . 0.15 -

NS TN X< TN

» L
22 00 kit Rl Ar-l &2 0007 ‘w - -
o g o -0.05 \/
' : -0.10 -

0.2 : -0.15 -
I I I I I I I
0e+00 4e+05 8e+05 0e+00 4e+05 8e+05
genome coordinates genome coordinates
0.3 0.2 1
o 021 L 017
(i) %) ||_ %) OO T
Q5 0.1+ <>
03 <o
0 a~ —0.1 4
0.0
-0.2
-0.1 -0.3 -
I I I I I I I I I I I I
0e+00 4e+05 8e+05 0e+00 4e+05 8e+05
genome coordinates genome coordinates
0.3
0.2
|_
?s 0.1
(O]
<o
o 0.0 1
-0.1

|
0e+00 4e+05 8e+05 0e+00 4e+05 8e+05

genome coordinates genome coordinates



AG-CT
plus

O]
?
Q
o
o

plus

AC-GT
plus

o

Rickettsia felis URRWXCal2

0.1
0.0
—-0.1

—-0.2

0.0e+00

5.0e+05 1.0e+06 1.5e+06

genome coordinates

0.4
0.2
0.0
—-0.2

0.0e+00

5.0e+05 1.0e+06 1.5e+06

genome coordinates

0.1
0.0

-0.1 +

-0.2

!
0.0e+00

5.0e+05

|
1.0e+06 1.5e+06

genome coordinates

0.15 .
0.10 :
o 0.05 ‘ | l
<|( ) 0.00 L l’ I I |’ ‘ l I -
34 I I
a —0.05
-0.10 - .
-0.15 :
I I I I
0.0e+00 5.0e+05 1.0e+06 1.5e+06
genome coordinates
0.05 - : l l
|_
|<|_( g 0 00 L l‘ il h l I l ‘ l -
g2 0007 i ‘ T
D_ o
-0.05 .
I I I I
0.0e+00 5.0e+05 1.0e+06 1.5e+06
genome coordinates
0.15
0.10
©  0.05
£3 0001
o -0.05
-0.10
~0.15 7 T T T T
0.0e+00 5.0e+05 1.0e+06 1.5e+06

genome coordinates



Candidatus Pelagibacter ubique HTCC1062
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Ehrlichia canis str. Jake
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Rhodobacter sphaeroiggs 2.4.1
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Brucella abortus 2308
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Rhodospirillum rubrum ATCC 11170
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Bacteroides thetaiotaomicron VPI-5482
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Salinibacter ruber DSM 13855

0.3 -
0.2 -
0.1 -
2 00+
o -0.1-
~0.2 1
~0.3 1

AG-CT

Led WL

I \ 1
Ty

LTl
Al

0.0e+00

1.5e+06 3.0e+06

genome coordinates

1 Pm‘ﬂl )!r “‘ 'l""‘ NP

flh) I"& hnmm

0. 0e+00

1.5e+06 3.0e+06

genome coordinates

0.4
0.2

AC-GT

2 00—
=

o
-0.2

_04_

L Ll I | ll‘ il 'IIW i A\ likd,
L Il "W’W’ T

0. 0e+00

1.5e+06 3.0e+06

genome coordinates

0.2
2 0.1 ‘
sz : nxm lHHM I
(D&o_ 0.0 T l HHH
-0.1
_02 h I I I I I I I I
0.0e+00 1.5e+06 3.0e+06
genome coordinates
0.4
0.2 - ‘ } ‘ l
|—|I_ . 0.0 l"|'|‘l“ xll ‘1 | lll \Jm h ‘” H ”
Bebility i
O -0.2 4
-0.4
0.0e:+00 - 1.5e|+06 - 3.0e|+06 |
genome coordinates
0.15
0.10
R a g nTme
53 0.00 7 il iV ’ il Dl il
o —0.05 ‘ { ‘ ’H]‘!"\’IU w”'
-0.10 ‘
-0.15
0.0e:+00 - 1.5e+06 - 3.0e+06 |

genome coordinates




AG-CT
plus

GG-CC

Cytophaga hutchinsonii ATCC 33406

0.2 . 0.2
0.1 : o 0.1-
Jdl“ \‘ 1‘1 fl \}HH ‘ .u.H‘l i ” )
OO =0 |\uﬂ\. hll ‘MIM\‘IN“IJ““I‘\ Tl - H‘I I ”F\Nwm'w mm“” é %_ OO ]III |m|] L\ Iun “lml‘h ” H U“I - AH'”I[I h H} Hm!l |l"|“”
s il e
-0.1 v -0.1
—0.2 1 T T T T -0.2 - T T T T
Oe+00 2e+06 4e+06 Oe+00 2e+06 4e+06
genome coordinates genome coordinates
0.4 A 0.2 -
0.2 . 0.1 - °
ll 1] IIM \i 1‘ ‘ \ 5 . 1 ‘ . I
0.0 + L‘\ | ln‘ | _\, Jll\\ ‘ Iy \“ <I(£ 1 “mﬂ”\ lh ] [ l A ‘“M‘ﬁll dh“
r I gy S N W i '1'"'i T
-0.2 -0.1 "I I
-0.4 - | | | -0.2 : : :
Oe+00 2e+06 4e+06 0e+00 2e+06 4e+06
genome coordinates genome coordinates
0.3
0.2 7 0.2 - '
0.1 - 0.1 ¥
il “'llh‘nmll“ Al '! 1 “1 [\ “L E"’ 0.0 - Bk AL G L m”q”h l,hw,l U,,y,u
. il W o AL MK Sl i s g_ MU I | \”
L i p gl
0.1 7 ~0.2 1
-0.2 1 -0.3 -
I I I I I I I I
0e+00 2e+06 4e+06 0e+00 2e+06 4e+06

genome coordinates

genome coordinates




AG-CT
plus

o

Bordetella bronchiseptica RB50

0.4 .
. 0.2 .
0.2 - l : . \
T AR Ao o 01 = °
0.0 !iU "'!,LLMI‘“ h \,‘:"" "" Hlmlill m '“lllyln‘ Z 4] ‘ ]\ { l ] ‘ 1 ‘\ hll Im h 1 “JH ‘I | |Hw
8 G L CRRYR S
' : -0.1 - ! | w '
-0.4 :
T T T T T T 027 T T T T T T
Oe+00 2e+06 4e+06 Oe+00 2e+06 4e+06
genome coordinates genome coordinates
0.3 0.4 ‘
02 n 02 n |
017 T o0l il Uil g n.nfn“*l, Lilbbahin
0o - g3 . ! ‘“‘l'” ‘”‘ ‘! ‘]l‘“l l '| ‘w”uu‘l
' o 0.2 [ l ’
-0.1 .
-0.4 .
-0.2 T T T T T T T T T T T
Oe+00 2e+06 4e+06 0e+00 2e+06 4e+06
genome coordinates genome coordinates
0.4 0.3 .
: 0.2 ' : ] I i
0.2 . o 0.1
I ‘ e Ll | % oo+ ___,ll‘ﬂ\ !U H__‘l_,}_‘. ;:ﬂ‘,,..!uv ,--‘H L"I}!!w“'wli'l
0.0 ,-’H ik "fh ‘;i”T”mﬁlﬁ‘\l“m‘-‘”"{”'mq o&a 014 | 1[ Wl W (10 l“ I 1
-0.2 - -0.2
-0.3 .
-0.4 T T T T T -0.4 T T T T T
0e+00 2e+06 4e+06 0e+00 2e+06 4e+06

genome coordinates

genome coordinates




Bordetella parapertussis 12822
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Neisseria meningitidis MC58
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Neisseria meningitidis 22491
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Ralstonia solanacearum GMI1000
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Chromobacterium violaceum ATCC 12472
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Burkholderia mallei ATCC 23344
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Burkholderia pseudomallei K96243
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Thiobacillus denitrificans ATCC 25259
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Nitrosospira multiformis ATCC 25196
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Burkholderia thailandensis E264
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Albidiferax ferrireducens T118
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Polaromonas sp. JS666

0.3 8'3 i
= Oi: O 0.1 l k\ | mH AL "
5 0. B I} LR i \ ’ ‘J Il " T, 00Tk Llw il ] h”!,w!n . ~[ ”‘ s ,u”
2 ‘H”"l H "H‘ i 53 -0.1 1 H itk ‘ |
a -0.1 1 o 02 -
-0.2 - 03 -
-0.3 : '
T T T T T T —0.4 T T T T T
0e+00 2e+06 4e+06 0e+00 2e+06 4e+06
genome coordinates genome coordinates
0.15 - : 047
0.10 . ]
3, 0057 | ﬂ“ ik 4 g N ’l I lnnm I l\

] LAl [ ATyl / 2 U ! I I
32 000+ iiyiHle y' I AR S il l" il il
a -0.05 : o ’ ( muw l“ m"

—-0.10 . -0.2
_015 | I I I I I I I I I I I I
0e+00 2e+06 4e+06 0e+00 2e+06 4e+06
genome coordinates genome coordinates
0.4 -
0.3 - : 8-2 i
? g'i: \J Uil L i 011 ' . Hh]
03 ' H ‘I ”.“' ‘ \hl il MM ‘ ‘ 1 J | | <£ 00 i ‘ ‘ 1 \‘ 1l u m H I \ =
2 oo TEAATY m ‘H)l o N ’ L | l‘ " | !
0.1 | 0.2 1
—0.2 7 . -0.3 .
_03 I I I I I I I I I I I I
0e+00 2e+06 4e+06 0e+00 2e+06 4e+06

genome coordinates genome coordinates



Burkholderia xenovorans LB400
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Chlamydia muridarum str. Nigg
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Candidatus Protochlamydia arrbogobophila UWE25

0.10 -
0.05 -
2 0.00 1
0 -0.05 A
-0.10 -

AG-CT

-0.15

Ill I

\
|

I m l L “ ll“ m Il

e

4

0.0e+00

TS l A LA

1.0e+06 2.0e+06

genome coordinates

0.2
0.0

GG-CC
plus

—-0.2

-0.4

,.4,.|nn(ll e ML
'II[H WI' ‘

!
0.0e+00

! !
1.0e+06 2.0e+06

genome coordinates

0.2
0.1
0.0
-0.1

AC-GT
plus

o

-0.2

!
0.0e+00

! !
1.0e+06 2.0e+06

genome coordinates

0.15
0.10
- 0.05 -
$2 0.00
o -0.05
-0.10

—0.15

l
T

ll“,.‘lm 1111"|l
L

0.0e+00

1.0e+06 2.0e+06

genome coordinates

0.10
0.05
2 0.00 -
rlQ—o.os =
-0.10

AA-TT

!
0.0e+00

! !
1.0e+06 2.0e+06

genome coordinates

0.15
0.10
0.05

£4 0.00 7

o -0.05
-0.10 -

O
[t

—-0.15

!
0.0e+00

! !
1.0e+06 2.0e+06

genome coordinates




Chlamydia trachomatis A/IHAR-13
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Chlamydophila felis Fe/C-56

0.15
0.10

o 0.05 -
%2 0.00 -
n~-0.05 -
-0.10
-0.15

0e+00 4e+05 8e+05 0e+00 4e+05 8e+05

genome coordinates genome coordinates

0.10
0.05
2 0.00 1 - - &
[a
-0.05

-0.10

0.4

0.2
a 00T

-0.2

GG-CC

plus
AA-TT

| | | | | |
0e+00 4e+05 8e+05 0e+00 4e+05 8e+05

genome coordinates genome coordinates

0.10 -
0.05 - i

CA-TG
plus
T

0.00 - ol e
o -0.05 ' ' : '

-0.1 7 -0.10

| | | | | |
0e+00 4e+05 8e+05 0e+00 4e+05 8e+05

genome coordinates genome coordinates



Synechocystis sp. PCC 6803
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Nostoc sp. PCC 7120
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Thermosynechococcus eloggatus BP-1
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Prochlorococcus marinus subsp. marinus str. CCMP1375
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Synechococcus sp. WH 8102
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Prochlorococcus marinus str. MIT 9313
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Gloeobacter violaceus PCC 7421
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Synechococcus elongatus PCC 6301
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Prochlorococcus marinus str. NATL2A
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Anabaena variabilis ATCC 29413

0.2 0.2 -
_ 0.1 - o 0.1 1 |
E‘_s 0.0 til ! J‘v il U i %_ 0.0+ Mtk T A
5 I | 2" -01 -
-0.1 0.2 -
—0.2 - T T T T -0.3 4 T T T T T T
0e+00  2e+06  4e+06 6e+06 0e+00  2e+06  4e+06 6e+06
genome coordinates genome coordinates
0.3 0.3 5
0.2 0.2 4
9 0.1 + =
(ng 0.0 1 1 i il |J ik h’ I ‘\1[ - :(I(E' 0.1+ y
OD_Q _0.1 = D_Q o 0 i ll[ '\L ‘\‘ ‘,' 1“ ‘I || d‘\ I | '1 u “ I -
~0.2 - ' I e W
—0.3 - -0.1 °
I I I I I I I I I I I I I
0e+00  2e+06  4e+06 6e+06 0e+00 2e+06  4e+06 6e+06
genome coordinates genome coordinates
0.2 0.2 1
0.1 | . 0.1
5 1 ‘ | L | | il l o
8‘3 0.0 \ IMF il R | Zg 0.0 -+ K8 ,Jll‘ [M ‘ i A ll ‘ ll ‘ \l ll .‘1 ity - |
5 O = . [ i i [ i
S -0.1 ) i il
-0.2 - -0.1
0.3 7 T T T T T T —0.2 4 T T T T T T
0e+00  2e+06  4e+06 6e+06 0e+00  2e+06  4e+06 6e+06

genome coordinates

genome coordinates



Synechococcus sp. CC9902
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Synechococcus sp. CC9605
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Prochlorococcus marinus str. MIT 9312
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Synechococcus sp. JA-3-3Ab
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Synechococcus sp. JA-2-3B'a(2-13)
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Desulfovibrio vulgaris str. Hildenborough
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Geobacter sulfurreducens PCA
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Pelobacter carbinolicus DSM 2380
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Anaeromyxobacter dehalogenans 2CP-C
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Helicobacter pylori 26695
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Campylobacter jejuni subsp. jejuni NCTC 11168 = ATCC 700819
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Campylobacter jejuni RM1221
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Helicobacter hepaticus ATCC 51449
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Wolinella succinogenes DSM 1740
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Helicobacter acinonychis str. Sheeba
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Bacillus subtilis subsp. subtilis str. 168

genome coordinates

0.2
0.1
$m 1 nlu 11\ ”IL i
62 00T l‘m‘ b et | ‘m‘\l‘\ I \\: "(‘ il lidd "”'l"' H il “'ﬂ
o 514 w 1 ”l il
-0.2
I I I I
0e+00 2e+06 4e+06
genome coordinates
0.2
0.1
o i lln ll\lllln
(I) g OO T 11 II\ 1L L ll IH ‘Il\tl\ ‘Illll"‘lm“I”lm’“nlm'll ‘“1 i =
<o T (T
a ll[!l! ] H l
-0.2 .
I I I I I
0e+00 2e+06 4e+06

genome coordinates

0.2
0.1 l
E . 0.0 4 ! “ ' ‘ “ ”!1 Iu \_’m‘ |lll ul mﬂl 'h M‘l J
2 i Tt 1
52 o, [T
-0.2
I I I I I
0e+00 2e+06 4e+06
genome coordinates
E
<3
<o
ol
I I I I I
0e+00 2e+06 4e+06
genome coordinates
0.2 -
o 0.17 “N i“l\u”“l i [ r
[ TR I |
T 0.0 + Y15 44l ”IVW; s L\Mmit ol Mg
g_ _ N OO F Ve 1 Ml‘ Il |
52 -01 .l’f TR
-0.2 !
-0.3
I I I I I
0e+00 2e+06 4e+06

genome coordinates
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Lactococcus lactis subsp. lactis 111403
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Streptococcus agalactiae 2603V/R
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Streptococcus mutans UA159
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Staphylococcus epidermidis ATCC 12228
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Clostridium tetaniOE488
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Streptococcus pyogenes SSI-1
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Enterococcus faecalis V583
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Bacillus cereus ATCC 14579
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Lactobacillus johnsonii NCC 533
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Bacillus thuringiensis serovar konokgkian str. 97-27
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Bacillus licheniformis DSM 13 = ATCC 14580
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Bacillus licheniformis DSM 13 = ATCC 14580
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Streptococcus thermophilus LMG 18311
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Lactobacillus acidophilus NCFM

0.4 0.2 4
0.3
- 0.2 o 0.1
T 0.1 T o
22 | 52 007
a~ 0.0 ~
-0.1 - —-0.1
027 T T 1 T T 021 T T 1 T T
0.0e+00 1.0e+06 2.0e+06 0.0e+00 1.0e+06 2.0e+06
genome coordinates genome coordinates
0.3 0.10
027 0.05 - -
3, %17 j b o WL
8% 0.0 :((D_%_ 0.00 T y T ' ]‘\ rl l ] A IIT A
o 01 4 ‘
0.1 ~0.05
-0.2
-0.3 T T T T =0.10 T T T T T
0.0e+00 1.0e+06 2.0e+06 0.0e+00 1.0e+06 2.0e+06
genome coordinates genome coordinates
0.15 : 0.4 7
0.10 . l 0.3
0.05 \ 0.2
e T L L | 8 1
g 3 0.00 7 ’ M ’ | l y’ l 6 3 0.1
n~-0.05 l ‘ . o~ 0.0
-0.10 : -0.1
-0.15 . -0.2
I I [ I I I I [ I I
0.0e+00 1.0e+06 2.0e+06 0.0e+00 1.0e+06 2.0e+06

genome coordinates genome coordinates



Staphylococcus haemolyticus JCSC1435
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Streptococcus pyogenes MGAS5005
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Streptococcus agalact(i)aze A909

0.2
0.1
0.0
a -0.1 7
-0.2
-0.3 -

AG-CT
plus

Lul; ““Jll“lvlnytr
M o T I

l

0.0e+00

1.0e+06 2.0e+06

genome coordinates

0.3 -
0.2 -

@]
O 0.1-
80_% 0.0
-0.1 -
-0.2 -

\
l

Il l‘ l lx

M n,lll‘ ‘
1" ”"!"1 [!' r

!
0.0e+00

0.2 -
0.1 -
£ 00-
o 01
-0.2 -

AC-GT

!
0.0e+00

1.0e+06 2.0e+06

genome coordinates

!
1.0e+06 2.0e+06

genome coordinates

0.0e+00

1.0e+06 2.0e+06

genome coordinates

!
0.0e+00

1.0e+06 2.0e+06

genome coordinates

0.2

F 0.1
<2

o 0.0 ]

-0.1

0.2

o 0.1
Ty

5%_ 0.0 1
o

—-0.1
-0.2

!
0.0e+00

!
1.0e+06 2.0e+06

genome coordinates



Carboxydothermus hydrogenoformans Z-2901
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Lactobacillus sakei subsp. sakei 23K
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Moorella thermoacetica ATCC 39073

0.3
0.2
O
'<T( w 0.1
o3 _
1= 00
-0.1
-0.2
I I I I I I I I I I I I
0.0e+00 1.0e+06 2.0e+06 0.0e+00 1.0e+06 2.0e+06
genome coordinates genome coordinates
0.2 .
0.1 J ‘ :
0.1
$ = 0.0 Hl\m i ' lml '” ﬂ“
o 0 9 0 +H IHVII j [Ill e I I8 oA A | A g ALY
oE 0.0 :En_a l! ' vu “ ” ‘ Ml
O -0.1 ~0.1
27 T T T T T T 0.2 T T T T
0.0e+00 1.0e+06 2.0e+06 0.0e+00 1.0e+06 2.0e+06
genome coordinates genome coordinates
0.3 . 0.3 :
0.2 .
0.2 L
[ o 0.1 RN T T
- 0.0y h- 0.1+
-0.1 - -0.2 .
=0.2 1 T T T T T T Rl T T T T T T
0.0e+00 1.0e+06 2.0e+06 0.0e+00 1.0e+06 2.0e+06

genome coordinates genome coordinates



Staphylococcus aureus subsp. aureus USA300_FPR3757
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Staphylococcus aureus subsp. aéjzeus NCTC 8325
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Desulfitobacterium hafniense Y51
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Streptococcus pyogenes MGAS9429
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Streptococcus pyogenes MGAS10750
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Coxiella burnetii RSA 493
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Salmonella enterica subsp. enterica serovar Typhimurium str. LT2
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Salmonella enterica subsp. enterica serovar Typhi str. CT18
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Xanthomonas campestris pv.
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Xanthomonas axonopodis pv. citri str. 306

0.4
0.3
- 0.2
U 0.1 7 ARk L Rl M i 10 i_‘;.lh h .
<(&Q. 0.0 f H” i l “ Nu ’ 1r|l |
_o.1. IV
-0.2
-0.3 1 T T T T T
0e+00 2e+06 4e+06
genome coordinates
0.2
0.1 : ‘
O]
E(g 00 1 ‘I‘ "\ J“ lm i ’M‘ ly il I’i i ‘l. |”|1 - \‘ el
0= 0.1 :
-0.2
I I I I I I
0e+00 2e+06 4e+06
genome coordinates
0.2 [ ‘
0141 ﬂl]MlHM Iy
|(1_° 0 0.0 1 Fr AT F T wA '! ‘LHMI T l ﬁ'7 3
¢85 -0.1- (1T
o -0.2 1
-0.3
-0.4
I I I I I I
0e+00 2e+06 4e+06

genome coordinates

0.2
(
o 0.0 4 W“H“Hm LIl ” ‘Jll] ||1|‘ “lM\l
g |'] [T Mp””” i 1] l I‘ ’l!
03 -0.1
o
-0.2
-0.3
I I I I I I
Oe+00 2e+06 4e+06
genome coordinates
0.4 J
0.2
|_
Zw || Hh\ 1,1 |\1w |l\“m Il l “ ‘ul
$2 0.0 Tikas l| ol . I Wr
o v wwuu Al
-0.2
-0.4
I I I I I I
0e+00 2e+06 4e+06
genome coordinates
0.4 A
0.3
© 0.2 l \
<|( %) 01 = ’ l
2 Bl ANt AT R LA
O& 0.0—' \' : Mﬁ ] y ‘l |||| “’
-0.1
-0.2
I I I I I I
0e+00 2e+06 4e+06

genome coordinates




Buchnera aphidicola str. Sg (Schizaphis graminum)
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Pseudomonas protegens Pf-5
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Wigglesworthia glossinidia endosymbiont of Glossina brevipalpis
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Vibrio vulnificus CMCP6
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Buchnera aphidicola str. Bp (Baiozgngia pistaciae)
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Pectobacterium atrosepticum SCRI11043
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Xylella fastidiosa Terg%culal
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Pseudomonas syringae pv. tomato str. DC3000
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Vibrio parahaemolyticus RIMD 2210633
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Vibrio parahaemolyticus RIMD 2210633
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Candidatus Blochmannia floridanus
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Vibrio vulnificus YJO16

genome coordinates

1.0e+06

-0.2

!
0.0e+00

genome coordinates

|
1.0e+06

0.15
0.10

5 0.05
23 0.00 -
0 -0.05 -
-0.10
-0.15

!
0.0e+00

genome coordinates

|
1.0e+06

0.2

1.0e+06

genome coordinates

0.1

0.0 r

AA-TT
plus

o -0.1-

-0.2

i I I
| (

!
0.0e+00

|
1.0e+06

genome coordinates

0.15 -
0.10 -

2 0.05 -
2 0.00
o -0.05
-0.10
-0.15

2Ll
il

Il

|l
Il

!
0.0e+00

|
1.0e+06

genome coordinates




0.3 - -
0.2 1 \
- 0.1 1 I
g 0 O 0 1 l:‘.“ LI \'H i“ j“ lh‘ll‘l \‘l\l \“ m ]l MM \J \
<2 o1 TS
_o 2 -
-0.3
T T T T T T
0e+00 2e+06 4e+06 6e+06
genome coordinates
0.4
0.3
$ 0.2
9% 0.1 - .
o 0.0 + I call i AR |‘A f f‘\ ‘l‘ "T“ i L |
—-0.1 ‘
T T T T T T T
0e+00 2e+06 4e+06 6e+06
genome coordinates
0.4 +
0.3
'_
© 0.2- :
OS>
<o 0.1 hlw“l\i. ‘Hi‘l“d“ Il
o OO T TU.'H"”‘ kb H ol Wr m'n [ i ‘LNHLH\‘\ i \h!uh vl d =
0.1 - WA Mu Tl "”w
—0.2 - T T | T T T
Oe+00 2e+06 4e+06 6e+06

Pseudomonas syringae pv. phaseolicola 1448A

GA-TC
plus

AA-TT
plus

CA-TG
plus

genome coordinates

0.3
0.2 X
e rin |
0N Al A 0L L
ol AL A
-0.1 - .
-0.2 T T T T T T
0e+00 2e+06 4e+06 6e+06
genome coordinates
0.2

1\;” |m Imm
0.0 ll‘ HH “wl - |‘]“u“~ il !MIUH

-0.2
-0.4
I I I I I I I
0e+00 2e+06 4e+06 6e+06
genome coordinates
0.2

ol | ]l l 1@ Il H'\l mll Jl mn
0.0 T 2t -"“"” Ak ‘ il ”Hw T

~o1{ TR “u

—-0.2

—-0.3 |
O0e+00

!
2e+06 4e+06 6e+06

genome coordinates



AC-GT
plus

Yersinia pestis biovar Microguzs str. 91001

|

l
0.0 -+ ”\ 11 i ‘ i { i Il“ il \‘I‘ J, i {. |

GA—TC
plus

-0.2
I I I I I
0e+00 2e+06 4e+06
genome coordinates
0.2
0.1 | 1
E i B i W
s 0.0-—r ”||‘y ‘”"u. il
-0.1
-0.2
I I I I I
0e+00 2e+06 4e+06
genome coordinates
0.3
0.2
0.1

0.0 + ‘”\ “W W h ’1 "! A‘ (A I ’ “ ‘l ‘|! y 1
-0.1 .

-0.2
-0.3

! !
Oe+00 2e+06 4e+06

genome coordinates

0.1 ‘ .

L L ‘\ l I l“ Jl\ “ “Il “ J I H

0.0 R et el Pl S

ou |V HNT
-0.2

I I I I
Oe+00 2e+06 4e+06
genome coordinates

0.4 A

0.3

0.2 :

0.1 ,

0.0 + ‘ il |{1\V|\ il l“\l ' 1”. | 1"|“‘||M|| jal |h 1”1‘” ‘I“‘ ’
o A ARG [N A
-0.3 - T T T T

0e+00 2e+06 4e+06
genome coordinates

0.3 1 R

0.2 J i

é_ 0.0 - “,‘ I Lty ]} M[ Il " :1[ I H U‘I\ [|| Il “ ‘” “r
< I
-0.2

I I I I I
0e+00 2e+06 4e+06

genome coordinates




Acinetobacter sp. ADP1
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Yersinia pseudotuberculosis IP 32953
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Mannheimia succiniciproducens MBEL55E
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Legionella pneumophila str. Paris
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Legionella pneumophila str. Lens
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Photobacterium profundum SS9
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Photobacterium profundum SS9

0.10
0.05

5 0.00 —- " l

¢ £-0.05
O -0.10
-0.15 -
-0.20 -

1l lnl!lill,‘ L
LB T

0.0e+00

1.0e+06 2.0e+06

genome coordinates

Rt Ll )

LT w’w ru'lm "]'

0.0e+00

'3”“" T

|
2.0e+06

1.0e+06

genome coordinates

0.2
0.1

AC-GT
plus

-0.1

a 0.0 ] lV;‘I ‘E:" .ll i

0.0e+00

!
1.0e+06 2.0e+06

genome coordinates

0.2 -
g 0.1
52 00t
@ _0.1-
~0.2 -

0.0e+00 1.0e+06 2.0e+06

genome coordinates

!
0.0e+00 1.0e+06 2.0e+06

genome coordinates

0.2 H
0.1
O]
Zg 00_ AT |
Oa
o -0.1 -

—-0.2

!
0.0e+00 1.0e+06 2.0e+06

genome coordinates



'_
?
e
I35

o

GG-CC
plus

AC-GT
plus

o

Salmonella enterica subsp. enterica serovar Paratyphi A str. ATCC 9150
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Xanthomonas oryzae pv. oryzae KACC 10331
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Vibrio fischeri ES114
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Vibrio fischeri ES114
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Pseudomonas syringae pv. syringae B728a
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Haemophilus influenzae 86-028NP
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Psychrobacter arcticus 273-4

0.2
o 0.1 I |
éé_ '[u“"]'”’ lluv“‘~| ll -
o 0.1 ’ .
-0.2
I I I I I I I I I I I I
0.0e+00 1.0e+06 2.0e+06 0.0e+00 1.0e+06 2.0e+06
genome coordinates genome coordinates
0.2 - 0.3
0.1 l l : ‘ 0.2 -
ﬁm 0.0 & HIFLIL 1l|‘ | l'llk an ‘l [ U 5y 017
sz “ TRV 22 oo-
O -0.1+ ‘ 01 -
-0.2 - -0.2
I I I I I I I I I I I I
0.0e+00 1.0e+06 2.0e+06 0.0e+00 1.0e+06 2.0e+06
genome coordinates genome coordinates
0.1 - 0.3
0.2
o 0.0 ©
Qg 014 ég 0.1
o ' a 0.0+
-0.2 -0.1 -
—0.3 - T T T T T T -0.2 T T T T T
0.0e+00 1.0e+06 2.0e+06 0.0e+00 1.0e+06 2.0e+06

genome coordinates genome coordinates



Candidatus Blochmannia pennsylvanicus str. BPEN
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Pseudoalteromonas haloplanktis TAC125
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Nitrosococcus oceani ATCC 19707
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Xanthomonas campestris pv. vesicatoria str. 85-10
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Thiomicrospira crunogena XCL-2
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Sodalis glossinidius str. ‘'morsitans'
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Psychrobacter cryohalolentis K5
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Baumannia cicadellinicola str.
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Pseudomonas entomophila L48
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Yersinia pestis Nepal516
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Pseudoalteromonas atlantica T6c
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Treponema pallidum subsp. pallidum str. Nichols
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Borrelia burgdorferi B31
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Leptospira interrogans serovar Lai str. 56601
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Ureaplasma parvum serovar 3 str. ATCC 700970
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Onion yellows phytoplasma OY-M
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Mycoplasma hyopneumoniae 232
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Mycoplasma synoviae 53
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Mycoplasma hyopneumoniae J

0.15 0.3 7
0.10 0.2
o 0.05 =
@2 0.00 - §2 017
o _005 = o 00 .
-0.10
-0.15 4, T T T T =0.1 1 T T T T T
0e+00 4e+05 8e+05 0e+00 4e+05 8e+05
genome coordinates genome coordinates

0.15
0.10

3y 00T MJ\.@W“M-W 12 0o [T A/\J\AEJ\-/&[\MMZ\-
B T

-0.10
—0.4 1 T T T : T T -0.15 - T T T T T
0e+00 4e+05 8e+05 0e+00 4e+05 8e+05
genome coordinates genome coordinates
0.20 0.15
0.15 A 0.10
5 0.10 © 0.05
Qg 0.05 ég 0.00
a~ 0.00 n—0.05
-0.05 -0.10
-0.10 . -0.15 .
T T T T T -0.20 T T T T T
0e+00 4e+05 8e+05 0e+00 4e+05 8e+05

genome coordinates genome coordinates



Mycoplasma hyopneumoniae 7448
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Mycoplasma capricolum subsp. capricolum ATCC 27343
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Aster yellows witches'-broom phytoplasma AYWB
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